eLife's transparent reporting form
We encourage authors to provide detailed information within their submission to facilitate the interpretation and replication of experiments. If you have any questions, please contact us: editorial@elifesciences.org.
Sample-size estimation
• Please outline where this information can be found within the submission (e.g., page numbers or figure legends), or explain why this information doesn't apply to your submission:
This information doesn't apply to our submission because our submission contains no statistical tests.
In page 24-25, we described our procedure of simulating data and details of processing those data. From page 25 to page 27, we listed the details of collecting experimental data and analyzing those data using CNMF-E and PCA/ICA approaches. Please outline where this information can be found within the submission (e.g., page numbers or figure legends), or explain why this information doesn't apply to your submission:
(For large datasets, or papers with a very large number of statistical tests, you may upload a single table file with tests, Ns, etc., with reference to page numbers in the manuscript.)
Additional data files ("source data")
• We encourage you to upload relevant additional data files, such as numerical data that are represented as a graph in a figure, or as a summary table • Where provided, these should be in the most useful format, and they can be uploaded as "Source data" files linked to a main figure or table • Include model definition files including the full list of parameters used • Include code used for data analysis (e.g., R, MatLab) • Avoid stating that data files are "available upon request" Please indicate the figures or tables for which source data files have been provided:
All results shown in our work are direct visual comparisons between results using different approaches. The metrics we used for comparing were intuitive and clearly described in the corresponding main context or figure legends. We don't have statistical tests in our manuscript. However, it's noteworthy that we didn't always produce figures by running the code from the beginning to the end. In many cases, we just selectively run cells of each *.m file, and some manual interventions are needed.
As for packages of CNMF-E, PCA/ICA and CNMF, they can be freely downloaded from their own GitHub repo. Here are those links: CNMF-E: https://github.com/zhoupc/CNMF_E; PCA/ICA: https://github.com/mukamellab/CellSort; CNMF: https://github.com/epnev/ca_source_extraction. For all simulated data, we can run the code to generate them again. As for experimental data, we uploaded them to https://datadryad.org/. The temporal review link is http://datadryad.org/review?doi=doi:10.5061/dryad.kr17k
